Key indicators: single-crystal X-ray study; T = 294 K; mean (C-C) = 0.004 Å; R factor = 0.031; wR factor = 0.092; data-to-parameter ratio = 8.0.
The title compound, C 17 H 25 NO 2 , was synthesized by epoxidation of the double bond of (S)-perillyl alcohol [(S)-4isopropenyl-1-cyclohexenylmethanol], followed by the oxirane ring-opening by benzylamine using [Ca(CF 3 CO 2 ) 2 ] as catalyst under solvent-free condition at 313 K. The molecular conformation is stabilized by an intramolecular O-HÁ Á ÁN hydrogen bond. In the crystal, molecules are linked by intermolecular N-HÁ Á ÁO hydrogen bonds, forming chains parallel to the a axis, which are further connected by O-HÁ Á ÁO hydrogen bonds into sheets parallel to (010). The absolute configuration of the molecule is known from the synthetic procedure.
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contribution to this widespread area, we describe here the synthesis and crystal structure of the title new aminodiol derivative of perillyl alcohol. The synthetic methodology involves an epoxidation of the double bond, followed by the oxirane ring-opening by using benzylamine and Ca(CF 3 CO 2 ) 2 as catalyst (Harrad et al., 2010) under solvent-free condition at 40°C.
The molecular structure of the title compound is shown in Fig. 1 . The cyclohexane ring is in a chair conformation, with puckering parameters Q, θ and φ of 0.560 (2) Å, 2.6 (2)° and -167 (4)°, respectively (Cremer & Pople, 1975) . The hydroxy groups at atoms C1 and C2 are both in axial positions. The molecular conformation is stabilized by an intramolecular O-H···N hydrogen bond (Table 1) , generating a ring of S(6) graph set motif (Bernstein et al., 1995) . In the crystal structure ( Fig. 2) , molecules are linked into chains parallel to the a axis by intermolecular N-H···O hydrogen bonds. The chains are further connected via O-H···O hydrogen bonding interactions to form sheets parallel to (010).
Experimental
(S)-1,2-Epoxyperillyl alcohol was prepared from commercially available (S)-perillyl alcohol [(S)-4-isopropenyl-1-cyclohexenylmethanol, Fluka] using the procedure described in the literature (Bach et al., 1979) . A mixture of benzylamine (5.1 mmol) and (S)-1,2-epoxyperillyl alcohol (5 mmol) was added to Ca(CF 3 CO 2 ) 2 (0.25 mmol) under solvent-free conditions.
The mixture was stirred at 40 °C for 72 h, then it was extracted with ethyl acetate (3 × 10 ml), dried over Na 2 SO 4 and the solvent was removed under reduced pressure. Column chromatography (column 60 x 2.5 cm, hexane) of the residue on silica gel gave the title aminodiol in 52% yield (m. p. 429-430 K). Colourless crystals suitable for X-ray analysis were obtained on slow evaporation of the solvent. supplementary materials sup-2 Refinement The hydroxy and amine H atoms were located in a difference Fourier map and refined freely. All other H atoms were placed at calculated positions and refined using the riding model approximation, with C-H = 0.93-0.98 Å, and with U iso (H) = 1.2 U eq (C) or 1.5 U eq (C) for methyl H atoms. In the absence of significant anomalous scattering effects, the 1237 Friedel pairs were merged in the last cycles of refinement. The absolute configuration was assigned on the basis of the known configuration of the perillyl alcohol employed in the synthesis. Fig. 1 . The molecular structure of the title compound, with displacement ellipsoids drawn at the 40% probability level. 
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Special details
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.0402 (2) 0.20566 (7) 
